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RNA WZEREAE—BEEND FAEVERTHNEZRE  FTZ2N/REZE RNA N+ RHAIEEE -8
FEIREFIE-80°CIKBRABZER AR ; MEMES#E RNABRAEK RNase SFENBEREER
R BRKEEREVMEER - FEEIMN RNA EMASKRE - AL - i04ExE RNA 22T 415 A5 E B
RIRIEIBIZES RNase ;5% - W HARFTESH RNA T - —EHZF1A RNA AEZEEREHRNA
extraction kit)Ex E ZIREE -

B89 RNA 22H0757% - 21 F Guanidinium thiocyanate #lil RNase BE Y - R EL B AT
phenol-chloroform (pH=4.5)Z2E RNA ; 1 B el E £ = 2 A/ single reagent (ex: RNAzol Bee)tf?
TIRMKIB I FIBFR2AME - Single reagent AMBEESBMAIBMRERE - Beif - AR SR E RNA 4
ERME Mol I#EA#ER single reagent R m R F1K-80°C < 1 month Y5 RNA BEizaTHETT RNA
Z5HY {BZ2 ¥ RNA ZEEYIEBRE2KRER - H single reagent IREY_EfE RNA A K I E & B IR EE &
& 45Rk RNA # genomic DNA £ 28K EEB iz HIsi KW HIRIFBE S #EE phenol chloroform
EESYE -

MRRBEZEEZHIRIERE - BEFH RNA TBUHRME - XABEBEATE - RO LUEERS
FA RNA ZHEUEA -

BRIEIE S ER A SIPREHA RNA ZNEA S BB | —8Z M silica column £/ RNA
ZMEAR ; 5S—REREFREMUARBRENSG L - BE2BRFEEPAERARAEN - D EWERN
RNA ZlVEH - St B ARENWEREL ARNERAGE -

Silica column @l L&ER @& 75 ERNZBRIZTS T - BIRIEBZFA silica HIEE %
B REFEZIE B silica column & 11 RNA Z2ENEH TS EP B fEH DNase I #& genomic DNA 73 #%
B/VRER - BEREE—ELLANERER wash buffer xR BZERERE  RENESISmEN
RNA - Silica column BE59IRFYAY RNA REX/NREESHURR column WME - EILERE silica
column 89 RNA ZENEAR - —EZF= column 9 nucleotide fragment size & binding capacity

EMEEE  TASEEIABEWERB ! ||

Epicentre #J MasterPure RNA extraction kit %512 silica column {9k
H % —iEEHE ‘MasterPure 2 A lysis buffer 8 proteinase K E3B#xm 5
Pl isopropanol #&PFBR nucleotide LBkl L RNase-Free DNase I 73 f##5%
EBHY DNA - & #9753l total RNA - & silica column RERIZ - MasterPure
BEEENEEREM RNA - BIEZ<200bp # small RNA HEEZEEY » 55 -
Epicentre 2274 QuickExtract RNA %31 - TR RT-PCR tRiXEDE -

RNA #{E=a¢



RNA BYfR=F

BRTY REARGEZIN —RRIR 2 RNA AR TE buffer -## 5 TE buffer 0 EDTA T4 RNA
HEAER - —MREZEISFAER RNA B 1E DEPC-treated water 5 nuclease-free water - &R -
80°Cr7% ; BIMEMLL RNAMRGFHERANE RANREAEZRIRIET A RNase EREHREREA -
S RNA 2 - B MEZEERT RNA RFEZZMA RNase inhibitor (ex: RiboGuard RNase in-
hibitor) » A EEIREFRKRAZH RNA -

RNA mEHVEIE

RNA TR ESBEMER A - 200 B%ET RNA RERITE - B RNA (0IERE - 4 - 1
B RNA E BB ST SR EERNER - Y8 RNA RENTEAFEERNESRE -

— B HIET RNA RERTTEMT ;
1 R ERE -

—HORIE RNA FRfE BBEIIR Y E S A A 230nm 260nm K 280nm E o 260nm 2R =% RE &
# DNA K& RNA) - 280nm 2HEEBERE - 230nm EERIZBHISHENEEE - A260 HEDF
ALRTETE H RNA EE(RNA concentration = A260 x dilution fold x 40 ng/ul) - M RNA B8R
A260/A280 ratio B/T/L 1.9~2.1 2 A260/A230 ratio BT 1R 2~2.4 28 ; & A260/A280 1K1 1.9 -
& sample AR T BZHNERE

M ERNEEZEALIEFZ RNA RENKRE - BEELEEHBT AERBE RNA REREE<E - BlE
TE - TBESN SR A260 BUE EILRCEAEE SR SZEEXT BES M RNA mERIFIER -
Z

~7
\‘/

N
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ZBEEE)

ZEEE Xt 2 FE RNA mBEREAREZ— R 7o LIFER sample 2
& genomic DNA JSZLISN 0] B #EIE rRNA R E LA R E At RNA
M=E - E% RNA 2E WD BKE -

#£1T RNA ZBEXBLEIENE  FIENSMEZERIUEAR
RNase-Free LU % RNase 7 @ #E1TE K HAIRNATIS R RF ; ZIMNEE
22 RNA % single-strand nucleotide #Z8H MRS NNEEIXBPA
BES E RNA - IR R Z1E#RET (RNA WSELLHI - &M 0.5x TBE Bic &
agarose gel #ETTEX ; EZMERETERN RNA size RIMBFHEZA

formaldehyde #J denature agarose gel -

RNA #{E=s%



3. RNA Integrity Number (RIN)
RNA Integrity Number F2R¥f RNA SR ERFT Il - TEZFEAEMEE XKD B RNA - I
KBEMEEXNVERDHT RNA EZE&EEES - WEEAER D RRERA RIN - RIN (VRS
5 1~10 - HFHANEKRRNA TEEHNS - BILHEBEHENEEMER -

V- ™ Fig.1 RNA Integrity Number (RIN)& 88 53 47 & {51 35 AR
90
2% o Total RNA RE R 7% RIN 10 - RERZ=MAH RIN 2 - £ RIN
§§ 10 89 sample DT B 185 & 285 K9 rRNA B B4R & 525 : il
Egg E Z RIN 89 M2 rRNA R ERME /MR ERRY RNA tERZIEN & RIN
) 2REE AR rRNAWAIE FRAR RNA EF W oA AR
19 24 29 34 39 44 49 54 59 64 69 24 29 34 39 44 49 54 59 64 69 RNA -
Time (seconds) Time (seconds)
= E 72 =
508 N - RNA tHEAE BRE = AR RIN BUE
% §§ = ;g RIN Value Most Suitable Application
£ 8% ;g‘ }3 1~4 PCR assays with short region of amplification
0.1 05
0.0 0.0 4.1~69 gRT-PCR applications
24 29 34 39 44 49 54 59 64 69 19 24 29 34 39 44 49 54 59 64 6
g Time (seconds) 19 Tsi%ezléeggngg) 96 ) 7~10 Highly demanding gene array assays
e e Tttt \_\_\'

S I IEE S RNA EIEH? ?

>EE

Z1E silica column Z£2Z solution method ?

illﬂt

I

A

: HERFDREE - X JLISRIESERER RNA — silica column

E #HERERJRESRIHZM RNA — solution method

| B TN MRS

: AN - En4p4E4 - ABE — RNA Bee ~ NucleoSpin RNA I or MasterPure RNA purification kit
E B—Mpsi 2 MEE 1AM — NucleoSpin RNA XS or ArrayPure Nano-Scale RNA purification

L kit

E 4% — NucleoSpin Plant or MasterPure Plant purification kit

: FFPE sample — NucleoSpin FFPE or QuickExtract FFPE RNA extraction kit

| C IR AR E

E miRNA assay — NucleoSpin miRNA

: HRIRERE — QuickExtract RNA extraction kit

|
\

RNA Clean-Up — NucleoSpin RNA Clean-Up or RNA Clean-Up XS

. MRNA isolation — NucleoSpin mRNA Mini or mRNA Midi ,/ |
RNA #b{bi2ak P3




Tel-Test, Inc. RNA-Bee

® singlereagent RNA ZEEUA R @ BIERREIRZE 1 /)06 -

RNIEEERE - BAREEARE/ KEDBHRDR -

® 1mlRNA-Bee TIL481E 50 mg #B4 - 5 x 10° B94HAE - 100 | whole blood 5 10° A& 4
Mo CIERAREAES - BYAY - A MR - AESEm -

® TJ#E MN NucleoSpin RNA Clean-up or NucleoTrap mRNA i3 — 5441k -

Traditional RNA Isolation

RNA-Bee easy protocol

1ml RNA-Bee

+ 50mg tissue
or 5x108 cells

L +0.2ml Chloroform J

Centrifuge

Move aqueous phase
to new microtube

RNA-Bee @—&A & phenol & quanidine thiocyanate #J
single reagent - ¥tk mtiE S RNA-Bee EITIHE &A#E -
TWANA chloroform B SBEWKE/KE - IEEO A IURBEHE/
KEFTEDE  WANE DNA BERE - ItIFKBTESE<
Z2) RNA - A isopropanol DA/ 7T E RNA - 5 A%
a5 Y) - &% RNA pellet /3##7E RNase-Free water o
FR-70°C fRr%F - tERFSEIRY RNA DI AR reverse transcrip-
tion ~ RT-PCR - Northern Blot XEABBEN D FENER -

( +0.5ml isopropanal J

Centrifuge
and remove supernatant

Wash pellet
by 1ml 75% ethanol

or TE buffer

e DRy Yoas DRy WS RS

Dissolve RNA pellet
by RNase-Free H20

Ordering Information

EmiaE 2k EmiRe
Tel-Test RNA-Bee 200ml LB-CS-105B

P¢  From #ME - #H#



EPICENTRE" \asterPure™ Complete DNA and RNA

Biotechnologies L B .
wwssocom Purification Kit

» H 2 30min #LBEEZEEY TNA - 60min #AAEZEEY total RNA BEAREREMA column ©
» A& EHA phenol * chloroform EEBHE AR -

» FRBE AR/ (include <200 base) WA EN S # 22 HY 2K - )8 A binding size & -

» O fEA S PCR, RT-PCR, cloning, sequencing, Northern and Southern blotting, restriction
analysis, and genomic library preparation SHEEE -

MasterPure™ Complete DNA and RNA purification kit 5S4 A{EER SE$X5EX total nuclei acid
(TNA) DNA & RNA - IiEBARESBEDHRA - MasterPure 2 LR A I ZELR - SERRIMAZENZ

BMEZARRIRHAAR AT UBEISAE - SESRZE - TNA 48 DNase | ZIE0SEIS 4 E total
RNA ; #8 RNase A Z¥E0]#5%l genomic DNA - EEAFE D KR RNA K gDNA kit -

Buff Whole :
Liquid Cells Tissue Cf‘(])a?cr Blood e | e lMl THiA |M| RA |

tey i

Lyse cells

)

Fig.1 B 5 f@-R[E8Y,2 & Bovine liver sample 73 5lIZ5EX gonomic DNA (Lanel-5)
TNA (Lane 6-10) * RNA (Lane 11-15)W& k4R - A& Tl32EH MasterPure
™ Complete DNA and RNA Purification Kit EERZEB=EUERZ EEESE—

Prempltate and
HRER -

spm down proteins

Retain Discard
supernatant protein pellet Fig2 K F B cell & M
MasterPure™  RNA
purification kit &HE4
{E5EZ2AY9 RNA -
285 Lane 1:Hela cell
Lane 2: Ramose cell
16 S Lane 3:BDCM cell
Lane 4:NIH3T3 cell

Lane 5:NRK cell

Precipitate and wash
total nucleic acid

@ RNase G DNase @
Total DNA Treatment Treatment Total RNA

MasterPure™ Complete DNA and RNA puri-
fication kit T& SR 1ER T2

From #Mfe ~ 48B4 - A=
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HL60 cells E coli S. aureus  Mouse tail Maize S. cerevisiae
Fig.3 &M MasterPure TJ3E A& 1& sample - (M= 1kb ladder)
Targets Samples Extracted sample Sample Size TNA DNA RNA
. (ng) (ng) (Hg)
Human & mammalian Plasma
RNA & genomic DNA Whole blood HelLa/HL60 cells | 1 X 10° cells 10-30 3-12 7-15
HIV Guthrie cards Tissues
HCV Buccal cells
RSV Liver Liver 5 mg 33-42 5-10 13-25
HPV Mouse tail )
Yeast Kidney Brain 5 mg 9-13 6-9 4-11
Enterovirus Saliva Heart 5mg 6-10 4-7 4-5
B. pertussis Urine
E. coli Sputum Kidney 5 mg 10-17 3-8 14-17
M. tuberculosis Tissu_e—culture cell lines Thymus 5 mg 15-30 6-12 9-18
Streptococcus mutans | Cervical cells
Soy (tofu) Paraffin-embedded tis- Blood 200 pl 3-10 3-9
Maize sues
Insect tissues Buffy coat 300 |J| 40-55 40-55 3-6
Mouse tail 0.5 cm 25-30 9-11
Table.1 #1 EBE - MasterPure™ Complete DNA and RNA purifica- _ -
tion kit B FRIE & E. coli 3.5x 10%cells | 2.5-2.8 | 1.3-1.6 | 1.6-1.8
S. mutans 1.5ml 0.9
. ) 5:1‘ ;_Jg'(:l M
Table.2 1NAE E’f uu-@im-/\//aSTEfPUfE Complete DNA and Venst 2.2 x 10° cells 11-18
RNA purification kit RN ZBEAEER - eas o
(5. cerevisiae) | 1 1y 107 cells 70-78
Ordering Information
E A (2ES 7 on A 5%
MasterPure™ Complete DNA and RNA  For 10 gDNA or 10 TNA or 5 RNA purifications MC89010
Purification Kit For 200 gDNA or 200 TNA or 100 RNA purifications MC85200
MasterPure™ RNA Purification Kit 100 RNA purifications MCR85102
MasterPure™ DNA Purification Kit o
200 gDNA or 200 TNA purifications MCD85201

(for isolating TNA or DNA)

Ps From #HfE -

AHA A




m(I)™ NucleoSpin® RNA I

® f{EF NucleoSpin Filter ZBRr#RHE 5 & RNase-Free DNase ZFk column &9 genomic DNA -
5 DNA R R EEEER -

o AEEEEVAMG - A4 - AE(G+/G — bacteria) - BEEKIERTH RNA -

BIEBEDPALEA phenol/chloroform B AR -

o RE30DEMBERFE/SmER total RNA -

sample

e.g. cells, tissue,
bacteria, yeast
lysis

Fig.1 #t A SITWAREMRARET IS MER Total RNA
1.2ml LB cultured Pseudomonas putida (ODgo=0.9) Rt 0\E 7
BILL 0.05mg/ml (1&4), 0.2mg/ml (2&5) and 0.8mg/ml
(38:6) lysozyme 37°C /£ 10min B L NucleoSpin RNA I #5E}
total RNA G #4H 6ul total RNA L 1.2% formaldehyde gel 73
B © Asgoso FIIER 2.1 ¢

NS RNA 1| Vendor Q
homogenization 1 2 3/l 4 5 6 |
by filtration

NucleoSpin® Filter 285
(included)
18S

S

Loading Dye

binding

Fig.2 MN NucleoSpin® RNA II £ Q kAYLLER
Total RNA £ 10° Hela cells £ 31 MN NucleoSpin® RNA II (Lane 1-3)% Q f&# RNA kit
MDB wash (Lane 4-6)#EFTZEEN - &2 elute 8818 7% 50ul - FEHX 10ul XX 1.2% Formadelhyde gel 1T 247 -

on-column
rDNase digest

washing

RT-PCR

626 product
elution

in 40 — 120 pl

Primers

Fig.3 (#NZE)MN NucleoSpin® RNA II 5568 10 cells 2BY total RNA EiEF# RT-PCR
£ MN NucleoSpin® RNA II £ Bl 10°, 10 103 330, 100, 33, 10, 3 % 0 {& Hela cell 28
total RNA (Lane 1~9) aZEY 3ul total RNA LA b-actin primer #47 RT-PCR &#&H 15ul Bl 1.2%
agarose gel 74 B1ER7A 10 18 Hela cells ‘NucleoSpin RNA II &k #AREZE BV A RT-PCR 18
FARY total RNA -

From #lfe ~ 28B4 « HE 27
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NS RNA I
1 2

Vendor Q
3 |[4 s

A DNA peak
6| ™ 3 P

|
Fluorescence -d(F1)/dT

+ control
+ MDB
- MDB
— control

primer peak /,

genomic —
DNA

productQ —

1,2: + MDB
3,4:-—MDB

5, 6: product Q
7, 8: + control

digested
RNA

- e T T

9: -—control

- - eEEaeEeaEEes-
1 2 3 4 § 6 7 8 9

10: marker

Fig.4 Genomic DNA 548828 Q MRVELER
Total RNA 2E 10° Hela cells HBI5R MN NucleoSpin® Fig.5 rDNase ##t MDB (membrane desalting buffer)8E52 2 #k} genomic
RNATI (Lane 1-3) & Q k& RNA kit (Lane 4-6)3#4T25EY -EX 10ul DNA
total RNA L RNAse A E32# L 1% TAE agarose gel 72 #r#i 52
genomic DNA 328155 H116 Q k2 fE M Dnase [ &3 total RNA
sample - genomic DNA BBIERIKZALE MN NucleoSpin®
RNATI B&EE -

I NucleoSpin RNA I #E} total RNA i EL#R {55 F§ MDB (+ MDB) & A f&
F MDB (-MDB)#11¢ rDNase U522 - DNA contaminant assay &M
gPCR #4718 - 4% PCR product X agarose gel 78 - & sample &
DNA ZEB 15 FaE#R 225 PCR ZE4) - rDNase & MDB AT 2 B %
gDNA contamination -

Product Information

Technology Silica—membrane technology

Format Mini spin columns

; < 5x10° cultured cells, < 10° bacterial cells
Sample material . .
< 10° yeast cells, < 30 mg tissue

Fragment size >200b

Typical yield

A260/280

Typical RIN (RNA integrity number)
Elution volume

Preparation time

Binding capacity

Ordering Information

==

EmatE

14 ug from 10° Hela cells
70 ug from 10° bacterial cells

19-21
>9
40-100 pl

30 min/6 preps

NucleoSpin® RNAII

200 pg
|t E iR
10 reactions 740955.10
50 reactions 740955.50
250 reactions 740955.250

28 From #Afa

e B



mx(II)™ NucleoSpin® RNA L

B %0/ 200mg A4 P EEE total RNA -

Bx % 0] 22V 600ug RNA -

BRIEBIEP A A phenol/chloroform S B AR -
ojEARAe - 484 - AE(G+/G - bacteria) KEEH -

Fig.1 NucleoSpin RNA L SEEEN4H#ZEEN S mE Y total RNA

Product Information

Pig liver & kidney %35l NucleoSpin RNA L & Q hE[EI$aEYE
mmZEEY total RNA -

A: RNA isolated from 100mg (1~4) and 200mg (5~8) pig
kidney.

Lane 1,2,5,6: NucleoSpin RNA L

Lane 3,4,7,8: Competitor Q

B: RNA isolated from 200mg pig liver sample.
Lane 1,2,3: NucleoSpin RNA L

Lane 4: Blank

Lane 5,6,7: Competitor Q

sample
e.g. cells, tissue,
bacteria, yeast

lysis

homogenization
by filtration

NucleoSpin® Filter L
(included)

=
N
Technology Silica — membrane technology v @5
Format Midi spin columns o
= binding

Sample material < 5x 107 cultured cells, < 200 mg tissue \Er

< 10" bacterial cells, up to 3 x 108 yeast cells -
Fragment size 200b ~ 20Kb v @

; : @@ WMDB wash

Typical yield 180 ug from 107 Hela cells ' |  on-column

620 pg from 4 x 107 Hela cells i rBNase digest

S washing
A260/280 19-21 :
Typical RIN (RNA integrity number) >9 \/ -
Elution volume 500 ul A
Preparation time 80 min/4 preps ? elution
a in 500 pl

Binding capacity 700 ug
Ordering Information
EmatE 2k P An AR 5T%
NucleoSpin® RNA L 20 reactions 740962.20

From #4008 ~ 2848 - AAE A9




()™ NucleoSpin® RNA XS

» oJfH<5mg @ESE 2 E —AMERBEZSEY RNA
RFZE Sul mialll elute RNA - £ RNA RS ZBEEERARBEERIORE -
> ZEEVAY RNA oI E#ERM RT-PCR K Ef RNA HEE &S -

v

Table.1 E##9 sample 3 NucleoSpin RNA XS £ELE Q HESE S A total RNA -

Mouse Kidney 0.5mg 157 108 96 63

Hela Cells 1,000 cells 13 1.7 0.08 0.06

e — oo / C o BOMESRTARIAMAZ RNA !
/ P Jotal RNA Extraction

5 sample
e.g. small amounts
of cells, tissue

~
"

Fluorescence

lysis

negative
control

MZEE - STHRE—4AE 0.1mg HBZE total

'5 16 1:D-Cycie Numbezli(J ZIS 50 RNA -
homogenization
) by filtration
Product Information (optional)
Technology Silica — membrane technology o
NucleoSpin® Filter
Format XS spin columns (included)
Sample material Tissue <5mg

1-10° cultured cells

Fragment size >200b binding
Typical yield 10% Hela cells: 0.1~1.5ng ; 10° Hela cells: 10~15ng

10" Hela cells: 100~150ng ; 10° Hela cells: 1000~1500ng
A260/280 19-2.1 ® MDB wash
Typical RIN ansEoluTn

> 9 (Depending on sample quality) rDNase digest

(RNA integrity number)

washing
Elution volume 5-20 l
Preparation time 40 min/12 preps
Binding capacity 90 ug elution
in5—30 pl

Ordering Information
EmETE 2k EE AR AR IR
NucleoSpin® RNA XS 10 reactions 740902.10

50 reactions 740902.50

250 reactions 740902.250

pro  From E—4HHR - LCM Sample



% EPICENTRE® e _
Biotechnologies ArrayPure™ Nano-scale RNA Purification Kit

www.EpiBio.com

ArrayPure™ Nano-scale RNA purification kit 2#t41/0 2 EZAAE(1-10" cells)Fra&5tH9 RNA pu-
rification kit “RIFBAR T AEHBKAE ASBH RNA ZEE column PRREE B> S48 -
WEHRM LCM 5 sample i total RNA Z£EY Al AR real-time RT-PCR & 2-round aRNA synthesis
for microarray analysis ZHEEE -

160 T I TT T T T Ti60 Comparison of Two ArrayPure RNA Preps
R ] BEEE ] [ (HeLa)
e e e || | 10 CELLS (Log, of background-subtracted intensities)
e g0t =11 = “ Lttt 120 correlation coefficient: 0.946
W] 100 1 . /+ o 4
_____ L ! S H 8 S . 4 23
-g 20 | | | | | ‘/ 7 10 CE g v
a 1 WEW j{'[ }5 ] 21
] 11 | Il
g 50 ] 1] ARPY w L
o 1 L) AT 77 T 1 CEL 17
3 % ‘ HEEN NN AT 15 |
i BN L COT T L LA LA T T T
v e e s 4 o 131
.E ok 1| I | LA \_,u.—"./ _% 0|_‘ o 1
= T ST e T
w 20 7 " T | ‘,!JJ_;,AJ,A,L;,'._...20 <]
[l 111 L | | |
o oo T T T T T 7
0 2 4 6 8 10 12 14 16 18 20 22 24 2 28 3 32 34 B 38 10 15 20 25
Cycle
Fig.1 5/ ArrayPure™ Nano-scale RNA purification kit 2B 10? ~ 10 - 1 {8 Hela Fig.2 1/ ArrayPure™ Nano-scale RNA purification kit %
cells Z£HY total RNA(3 E£%8) FISEIRNA LI MMLV &A% cDNA i real-time RIZEEV &R [E) flask B9 Hela cell RNA - 143 All label
PCREAIZER - Cy3 - Cy5 #17 microarray analysis - EEBEZE R
0.946 -

!

U

y xR

: 8

L

Y

e 0 | 2

F Log Average Cell Number / ‘ /

Fig.3 1R#% Fig.1 data Fr#& %89 standard curve - Slope=-3.14 - R2=0.992 - i O

Ordering Information

EmatE 2k FEE An A SI%
10 RNA purifications MPR09010

ArrayPure ™ Nano-scale RNA Purification Kit
100 RNA purifications MPR09100

—_

EmAE: Nano-scale Lysis Solution, 2X Nano-scale Lysis Solution, MPC Protein Precipitation Reagent, Proteinase
K, RNase-Free DNase I, RiboGuard™ RNase Inhibitor, 1X DNase Buffer, TE Buffer.

From BE—#HiE - LCM Sample 277




EPICENTRE‘ L . .
Biotechnologies flasterPure™ Yeast RNA Purification Kit

www.EpiBio.com

» L&A phenol EESAHAH -

» AERERBIBIRERAINR - 125 RNA @& -

» 1ml S.cerevisiae #)EEZ=EY 25~50ug RNA -

» O] A cDNA synthresis * microarray gene expression assay SHHEE %R -

MasterPure™ Yeast RNA purification kit BRRESEBAENEEBEREFEEMAE  RIEBELEABHA
B« R I AR - 1 RNA AEL3E -

_ - N N
4 ~N
7 \
/ 1o £ . . . - \
/ 100 Quiality of obtained using the MasterPure™ Yeast RNA Purifica- \
90 £ tion Kit.
80 £ & F3 MasterPure™ Yeast RNA Purification Kit 22EY S.cerevisiae Wi R
E 0£ FR-20°C 2 {88 - WfEFA Agilent Technologies 2100 Bioanalyer
g : 194 - HAE TS0 MasterPure Yeast RNA Kit A28 EIemE
§ oy | B RNA - EAEIRINE RNA (2751 -
T g0t i
3 |

10£ f I ‘
E L L 4 { lll | } y 4 y
19 24 20 34 30 44 49 51 59 64 8
Time (seconds)

Microarray analysis of yeast RNA purified with the MasterPure™ Yeast
RNA Purification Kit.

BEZ S.cerevisiae#& MasterPure™ Yeast RNA Purification Kit Z8BY RNA 37 48
#8 reverse transcription -~ labeling - It hybridized to S. cerevisiae DNA mi-

croarray °

\ S. cerevisiae RNA Labeled cDNA from 7
~. MasterPure RNA e

Ordering Information

EmaE 25 E iR
10 RNA purifications MPY83010
MasterPure™ Yeast RNA Purification Kit
100 RNA purifications MPY83100

==

EmMA: Extraction Reagent for RNA, MPC Protein Precipitation Reagent, TE Buffer (in 100-reaction kit only), Pro-
teinase K, RNase-Free DNase I, RiboGuard™ RNase Inhibitor, 10X DNase Buffer, 2X T & C Lysis Solution.

A1z



mx(IT)™ NucleoSpin® miRNA

o] [E#5ZEEY Small RNA -~ Large RNA REBHE
» OB B R FEKERAR S FEM RNA
o] 48 Z5EY Small RNA (18~200 bases)
2 AIZEEY Small RNA (18~200 bases) & Large RNA(>200bases)
222 HY total RNA ([ElfFA Small RNA & Large RNA)
» DB ERE O ERR SDS-PAGE X Western Blot -
» %A Phenol/Chloroform 1B F - kAR EI S mE RNA
A chaotropic salt @40k - B/ EE %
#F spin-column - BESH
» B E S HIRIFD R
NucleoSpin Filter: (/298 B/
NucleoSpin Protein Removal Columns: S4EE R RNA
121t rDNase: 73 # column &) genomic DNA

i 2 a3 4 5 & 7 & 9 10 11 12  Figl25ug, 5ug, 10ug, 15ug £/% RNA 73 Blf#EF DICER enzyme £ f2% small RNA - [2F&
#R# A NucleoSpin miRNA #% large dsRNA £ small siRNA 73 BE481E - 3L 1%

= - = - - TAE agarose gel 547 -
1,12:100bp DNA marker 2,11:unpurified DICER reaction mix
- - - . - 3-6: 25ul purified large dsRNA 7-10: 25ul purified small RNA
Fu & Total RNA B: Small RNA fraction C: Large RNA fraction
oo FU bR [FU
600 600 80 ?g 600 ]
500 20 7 E 500
200 400 = 400
| 300 300 ]
. i 200 ¢ 200 i
200 b ‘ 20 30 4 50 60 [s] E
100 : i’ 100 100 8
0 N et Nt e —— ) 0
20 25 30 35 40 45 50 55 60 65 [g] 20 25 30 35 40 45 50 55 B0 65 [s] 20 25 30 35 40 45 50 55 60 65 [s]

Fig.2 f&F Agilent Bioanalyzer %34t MN NucleoSpin miRNA 73 BIZZEY total RNA - Small RNA & Large RNA #9453 &35 -
FA 107 Hela cell I NucleoSpin miRNA 25H! RNA - 35 Bl#% total RNA (A) ~ small RNA (B) K arge RNA (C)#1T 547 - NucleoSpin miRNA RR
U153 total RNA - B LU small RNA £2 large RNA 52 78

100 Fig.3 2RI Fig.4 ERARE#A B 7 B
NucleoSpin NucleoSpin miRNA 73
E’JEELE = :‘[/ﬁﬁ\

Laemmli-like PSB - BX
40ug L 12% SDS-PAGE
DT

1. mouse liver

Total RMA yield [ug)

10 miRNA 2£E¢ 10* -
10° -~ 108~ 107
Hela cell total
l RNA - I EF MiR-
0.1 . e

- 16 #77 qPCR - %

Mumber of Hela cells ERZAY total RNA 2. mouse kidney

el e 3a ] 3. mouse spleen
4 = c 7
Mumber of HeLa cells 10 10 106 10 #70 - B qPCR i 4. mouse lung
Total RNA vield [ug] 015 149 134 945 CtB S RNA &
aRT-PCR (G 02 259 213 182 EE = 5. mouse heart

ML - 6. porcine liver
7. human brain

8. Hela cell
Small RNA Application 273



RIEEESH miRNAE ? ?

| Lysis
lomogenization
(NucleoSpin® Filter)

| Binding of
large RNA
(NucleoSpin® RNA Column)

miRNA Extraction

\

J

.

( N\ [ ‘
1 )
|
Discard Column Column
column
Flow-through Flow-through Flow-through
Precipitate Precipitate Digest Precipitate Digest
protein protein genomic protein genomic
DNA DNA
ifProteInfractlon’ ( Protein fracﬂon;i Protein fractlorf,\
. Remove § Remove Remove
remaining protein remaining protein remaining protein
(NucleoSpin® Protein (NucleoSpin® Protein (NucleoSpin® Protein
Removal Column) Removal Column) Removal Column)
Binding T=1° Binding ‘g 2 Binding of small RNA &=
Washing [T Washing Washing (column already T
Elution Elution | Elution containing large RNA) |
of small RNA of small RNA of large RNA Washing |
(NucleoSpin® (NucleoSpin® Elution
miRNA Column) miRNA Column) of small and large RNA
s a+I

Product Information

Technology

Format

Sample material

Fragment size for Small RNA

Fragment size for Large RNA

Typical yield

Silica — membrane technology

Mini spin columns

1]
:

>R
!
|
|

Fluorescence [RFLU)
O = )W s 0~ WD

=
o
o
=

20 25 30 35 40 45
Cycle Number

Fig.5 NucleoSpin miRNA f gDNA 2888 Q F#81 A hg
& -
107 Hela cells %81 NucleoSpin miRNA R R4
3 Q B A RBERETT miRNA extraction - WU
gPCR 1=l 200bp K B ATPase 6 gene-
NucleoSpin miRNA 9 gDNA Ct E135&% A f& (»
Ct=3.5)E2 Q fg(» Ct=4.3) FRRAKE QFH gDNA
3%E3LE NucleoSpin miRNA £ 10 2 -

< 107 culture cells, < 30mg human/animal tissue

< 50mg plant tissue, < 150ul reaction mixture

18 - 200 bases

>200 bases

10ug small RNA, 95ug large RNA from 10’ Hela cells

Binding capacity

Elution volume

Preparation time

Ordering Information

200ug
30- 100 l

< 45 min (6 preps human/animal tissue, small and large RNA)

< 35 min (6 preps human/animal tissue, small RNA)

EE A (25 72 AR A IR

NucleoSpin® miRNA 10 reactions 740971.10
50 reactions 740971.50
250 reactions 740971.250

P4 Small RNA Application



()™ NucleoSpin® RNA Plant

o TIEEUEMAMN - BYAS - EEE#2H Total RNA
® W= 27 lysis buffer (RAL - RAP)TJf4E1Z - WARKE REFREUR -
o BERREZRZHEEREI 70ug RNA
e OJfEA Real-Time RT-PCR -+ primer extension - array technology * RNase protection as-
say STHEAEER -
B mEE RNA R ERIER b N;@e;ﬁsi;;a:N:A;:r;ﬁta.f;bgeg?ﬁgg:E:;;I%:]h;T)TCrR EMNEERAZ - bl

Plant RNA Extraction 1+ 16 {8 RT-PCR &R 27 BIH 8 EAEEY) - 2 BIEY 50mg X Nucleo?pin
RNA Plant 22HY RNA - 4 &% 60ul elute - 7Y 3ul total RNA #47 RT
-PCR - &#HY 15ul PCR product IX 1.2% agarose 247 - PCR product £&
# 200bp.

M: marker 1,2: Tobacco 3,4: Tomato 5,6: Red pepper 7,8: Zucchini

123 4567 8 9 10111213141516

9,10: eggplant 11,12: Broccoli
13,14: Radish  15,16: Maize

Fig.2 NucleoSpin RNA Plant $17¢ &1&1&%) sample EAEZEI S mER total RNA -
TEZIAEEY 50mg ER L NucleoSpin RNA Plant 257 total RNA -5 LY
1% Formaldehyde gel 2HTHIESR -
Lane 1: maize,

Lane 2: thyme, Lanes Al‘;f?é?c €
Lane 3: Palma christi

1 -3 wheat MM 24 g
Lane 4: tobacco, 4-6: wheat competitor @ 18 pg
Lane 5:rye, 7-9  com MN 36 pg
M: Marker. 10 —12: com competitor Q 32 pg

Fig.3 NucleoSpin RNA Plant £ Q #ER EmELER
B 100mg B/NE R EKE R 5 B NucleoSpin RNA Plant & Q l&EI$E8 E
mMEEE - ZHEA total RNA & 100ul - ZHX 10ul X 1.2% formaldehyde
agarose gel 247 - A260/280 7718 1.8~2.1 -
FEZRT%1 NucleoSpin RNA Plant 153#9 RNA REE Q fgiF -BF 9%
SUR% -

7 8 9101112

Fig.4 NucleoSpin RNA Plant £t 2 RER lysis buffer
HRAENEMEERZERLRM lysis buffer 7 BEZEEERZH RNA MN NucleoSpin RNA Plant 22t 7 RAL &
RAP @& lysis buffer &= F2EE#E -
B = A MucleoSpin RNA Plant B 50mg 222Ei#&F 2 Bl RAL (Lane 1~3) & RAP (Lane 4~6)1T lysis Al LG ¥t
%R total RNA &R -Z4HL 20ul total RNA LU 1.2% Formaldehyde agarose gel 247 -HA B & FZRaI 1 -RAP
lysis 28 Z=TE T HURIREE RAL 247 - S EIM total RNA IR -

Lanes: Average Yield
1-3: poppy seed lysed with buffer RA1 0.84ug
4-6: poppy seed lysed with buffer RAP 7ug

From f&4¥) 4045 P15



NucleoSpin RNA Plant ##{Eift 12

sample
e.g. plant cells,
plant tissue,

lysis

homogenization
by filtration

NucleoSpin® Filter
(included)

binding

MDB wash

on-column
rDNase digest

washing

elution
in 40 — 120 pl

Product Information

Technology
Format

Sample material
Fragment size
Typical yield
A260/280
Elution volume

Preparation time

species organ yield [pg]
Allium cepa germ bud 13
Allium sativum leaf 13
Arabidopsis thaliana leaf 15
Beta vulgaris leaf 17
Brassica napus leaf 9
blossom 9
stalk 7
Capsicum annuum leaf 8
Cucumis melo leaf 15
Gladiolus spec. leaf 7
Hordeum vuigare leaf 3
Lactuca sativa leaf 4
Lycopersicum esculentum leaf 10
Mucor rouxii (fungus) mycelium 6
Nicotiana tabacum leaf 24
root tip 12
stalk 18
blossom 33
Secale cereale leaf 12
Taraxacum officinale leaf 10
Thymus herba-barona leaf 15
Triticum aestivum leaf 4
Viola tricolor leaf 9
Zea mays leaf 18

Table.1 B2 50mg FEE#EAZEE total RNA FI9ZEHE

Silica — membrane technology
Mini spin columns

1-100mg tissue

200 b - 20kb

3-70ug from 100mg plant material

19-21
60 pl

30 min/6 preps

Binding capacity 200 ug

Ordering Information

EmEE (25 FEE RRAm IR

NucleoSpin® RNA Plant 10 reactions 740949.10
50 reactions 740949.50
250 reactions 740949.250

P16

From &%) 20 %5




EPICENTRE® L i
Biotechnologies MasterPure™ Plant RNA Purification Kit

www.EpiBio.com

> BEc ERREYHEBA T BZE RENIHYE

» H 2 60min RiBEAREY)AHBZ<EX total RNA -
» REEF phenol ~ chloroform S ES5HE#AR -
» REEER column - BIfEZ <200bp # small RNA EZ #2£EY - )88 binding size &A% 5% BRI
% o

» o] fEA R RT-PCR, Northern blotting, miRNA assay, microarray SHEE5 -

MasterPure™ Plant RNA purification kit AE; Plant Tissue and Cell Lysis Solution - BERSERIEMMABA S
8 -BEFXEEnMARERNZIE  SREEHEY - @ERBREPBENZEE SR - B2 <200bp
A9 small RNA 7 8E#ZEEY -

Fig.l RRIREMMAE S BIER MasterPure™

Plant RNA purification kit Z£EX total Source of RNA Yield (ug)
RNA - W E 500ng ML 1% formalde-
hyde gel £ B4R - Alfalfa sprouts 36.1
Lanes M: RNA ladder;
Lane 1: maize seedling RNA ; Banana leaves 6.2
Lane 2: grape leaf RNA;
grap Grape leaves 9-259
Lane 3: alfalfa sprout RNA ;
Lane 4: strawberry leaf RNA ; Maize leaves 17.7 -55.7
Lane 5, raspberry leaf RNA ;
Lane 6: pine needle RNA; 28 —37 (Ieaf)
Lane 7: maize root RNA - . .
Maize seedlings 35 (stem)
! J J ] 19 (root)
1200 4+ c
1000 Maize roots (mature) 18.6
800 4 Pine needles 5.2
z GO0 :
“ i Raspberry leaves 15.7
400 ]
Strawberry leaves 124
200 1
ol o Strawberry roots 46
o 10 20 30 ‘ "
Cycles Table.l ZEEMABER MasterPure™ Plant RNA
e . it YR Ak =
Fig.2 Maize leaf £ MasterPure™ Plant RNA purification kit 2B total RNA Iz L MMLV purification kit J£1549 total RNA 25

&R cDNA - 2 RIBUREIR primer set 17 real-time PCR - =8I primer set E1#&
MatK (52) - GAPDH (F#4) - actin 1 ({12) % TubG1 (&) -

Ordering Information

EE A [2E5 P mn A 5%
MasterPure™ Plant RNA Purification Kit 50 RNA purifications MPS04050

EmMAA: Nano-scale Lysis Solution, 2X Nano-scale Lysis Solution, MPC Protein Precipitation Reagent, Proteinase
K, RNase-Free DNase I, RiboGuard™ RNase Inhibitor, 1X DNase Buffer, TE Buffer.

From 18440 48 P17




<

] ™
TimGen WaxFree =~ RNA

ABBRIFFHBAT xylene

AfEA column 43k - £ resin #ER RNA DISMNIHIE - £ RNA B RIERE
ERRRFEEEDR 2hr -

o]3@ R FFPE sample ~ fresh or frozen tissue ~ cultured cells -

o] fEFER RT-PCR - Real-Time RT-PCR -

~RNA Extraction from paraffin sample

WaxFree™ RNA % #t%t FFPE sample Fia& 5t RNA extraction kit - —A& & L& & B IY silica column
S BHEIRZEEY RNA - B2 miEA L&A I BEE RNA binding MR 2 elute MRAFIEM &L RNA
EEBIK - WaxFree RNA L Q-solution j&#% paraffin - B L enzyme mix & R-resin 2 fEHE -
DNA TIRH - &R/ OIS EIBEE #E1T RT-PCR B9 total RNA -

WaxFree RNA i SR (EL B 7 S
! A\
/
ﬁ Q-solution
Paraffin section (no toxic xylene)
& Removes paraffin and _ . .
formalin WaxFree RNA extraction from lung tissue FFPE section
@ f# 3 WaxFree RNA Z£EYfEB FFPE sample (size: 1x1 cm -5um thickness) -3l
#Jtotal RNA B 20ul 347 50ul B9 RT 2 F& B H RT R FEEEY 15ul 347 50ul PCR
[ FE - =/ primer 7 EGFR primer set - PCR E4)7% 195bp -
@ Lane 1:100bp ladder;
’? Wash Lane 2: NTC
b Lane 3: gDNA control;
Lane 4: WaxFree RNA extract
Fresh or Frozen ; Lane 5: WaxFree RNA extract without tissue
tissue starts here R-Resin Lane 6: Commercial total RNA (positive control)

Enzyme mix

B EE#Y 1ul RT product #4T 30ul qPCR reaction

Highly efficient ﬁ

extraction
/Filter purification

High Yield ﬁ Directly use for

RT or RT-PCR
/
\ /
\'- L] 1% 20 2 24 bl 2; 30 2 34 3 8 «© ./l
. . \.' -

Ordenng Informatlon ~ -
EmaiE 2ES EE o fm Tk
WaxFree™ RNA 50 reactions WR-50

F16  From FFPE Sample




()™ NucleoSpin® FFPE RNA

Z IR paraffin -

W& Decrosslinking buffer - rDNase - B EBRTEE R DNA -

XS mini column &85t - R Sul BolAZEL RNA - B3RS RNA RE

BRELREE  BIEREARZE 70 9iE -

o] AL RT-PCR - Real-Time RT-PCR

S AU H[E— FFPE % mEIRZEE RNA K& DNA 8 NucleoSpin FFPE RNA/DNA % 5%

® A= Paraffin Dissolver %R paraffin - AR RIFEHERABE xylene - ME R 3 D #ERLEE

BE
EE

5958

[

BERRIERE

Paraffin Removal
Convenient paraffin removal by
melting the sample in Paraffin Dissolver

—

Add Paraffin Dissolver to the sample
70°C; 3 min

Add lysis buffer / Proteinase K
Immediate formation of two phases
60°C; 15 min—-3h

2. Sample Lysis
Enzymatic digestion and lysis of the
sample in lower ageous phase

3. Decrosslinking of RNA
Efficient removal of formaldehyde
cross-links

Add Decrosslinking Buffer
90°C; 15 min

4. Binding of RNA
Load lysate in one step

Transfer lysate (lower phase) onto
NucleoSpin® FFPE Column
Wash

rDNase Digestion of residual DNA
RT,; 15 min
Wash

5. On-column DNA digest
Digestion at RT with premium quality
rDNase

6. Total RNA elution
Elution of concentrated RNA, ready-
to-use for downstream applications

Elute RNA in only 5 —30 pl H,0

MN Q R
Working steps: 36 43 54
Centrifugation steps: 9 9 15
Preparation time: 70min 75 min 251
Ct-values™*: 215 26.0 24.0

Table.1 B8 Q F&£2 R }& NucleoSpin FFPE RNA FIRES BRE /D 48
ERSRIRMA - IAB&ERN RNA quality | ! !

From FFPE Sample B9




i SmER FFPE RNA @{EE4A

FFPE RNA Extraction

~100 nt

Fluorescence (RFU)
n N w
8 8 8
1 1 1

150

3

50 +

1.9kb 5.0kb

= MN

R

- Q

Product Information

Technology
Format

Sample material
Typical yield
A260/280
Typical RIN
Elution volume
Preparation time

Binding capacity

Silica — membrane technology

Mini spin columns - XS design

Up to 7 sections (10um)of 250mm? or 15mg paraffin

Depend on amount and quality of sample

19-21

2 - 6 (Strongly depend on sample quality)

5-30pl
~70 min/6 preps
60 ug

Ordering Information

I

f#F 7.5mm KESTH FFPE 4 :
SR 4T RNA 2587 - S 515 |
NucleoSpin FFPE RNA Q }& & :
R KREIBEL kit #EATLLEE ; MN |
NucleoSpin FFPE RNA #5785 |
WEAR R RNA REBDE
F B3 RNA ‘£ RNA S22 5 Q |
R R IEEE - :
|

EmaE 2k FE AR A IR
NucleoSpin® FFPE RNA 10 reactions 740969.10
50 reactions 740969.50
250 reactions 740969.250
NucleoSpin® FFPE RNA/DNA 10 reactions 740978.10
50 reactions 740978.50
250 reactions 740978.250
Paraffin Disslover 25ml 740968.25

Fz0 From FFPE Sample



EPICENTRE"®
Biotechnologies QuickExtract™ FFPE RNA Extraction Kit

www.EpiBio.com

RZE 32 7 #ERLBEH FFPE sample 25BY RNA - @& RRERIS
» AEFE A xylene * phenol EESHEHA -
» Ok BT KIEEZ S A DNase ] &2 -
» OJfEAR RT-PCR SAHBEES -

QuickExtract™ FFPE RNA Extraction kit 2T _E & 5 RNA extraction kit from FFPE sample - —#&
E _EZ5HY FFPE sample &#E A xylene £k paraffin - FMERIELBREIE - 1A 55 RNA degradation -
QuickExtract™ FFPE RNA Extraction kit {2 B MEE AR paraffin KRN BRERBBMFTERMA cross
-linking - H R FERFREERS 35 788 -

QuickExtract™ FFPE RNA Extraction kit £ S 1#1ERi2

1> ’ Fig.1 1 7@ - 1} QuickExtract™ FFPE RNA
Add 100 pl of . .
QuickExtract™ Scrape tissue and Heat at 56°C for 30 min RT-PCR-ready RNA Extraction kit 2XHY FFPE sample from
FFPE Solution solution into and then 98°C for 2 min skeletal muscle RNA ifi{EFH MMLV &
i ntrifuge tub
rierocemiTHosbE A cDNA . if & Fi R B K R B9 PCR
primer set &7 AREEREA PCR Al -
Py Tissue Toxic Special Tube
W Size Chemicals requirment change M 1 2 3 45 6 7 8 M
- |
Epicentre 32 min 1 section No No E??
FFPE DNA ‘ _f_:
Extraction Kit =
Qs 5 hr to 3 section Xylene Column and Yes =
Overnight EtOH ppt.
FFPE DNA

Extraction Kit

S Overnight 5 section No Filter Column Yes
FFPE DNA and EtOH ppt.

Extraction Kit

P Overnight 1 mg tissue No Resin and Yes Lane M, 100-bp DNA ladder;
DNA IQ
FFPE I?NA _ System Lane 1, a 116-bp region of RYR1;
Extraction Kit Lane 2, a 162-bp region of ACTA;
Gl 7 hr to y 3 section xylene EtOH ppt. yes Lane 3, a 166-bp region of RSP18;
overn t

FFPE DNA VTS Lane 4, a 166-bp region of ENO3;
Extraction Kit Lane 5, a 226-bp region of GAPDH;
Tabel.1 QuickExtract FFPE RNA FIEL AR A8 0L 8 Lane 6, 3 232-bp region of OAZL,

Lane 7, a 307-bp region of ACTB;
Lane 8, a 308-bp region of TNF.

Ordering Information

EmaE 2ES EE oA 5Tk
5ml (50 reactions) QFR82805
QuickExtract™ FFPE RNA Extraction kit
50ml (500 reactions) QFR82050

EmAS . QuickExtract™ FFPE RNA Extraction Solution, DNase buffer 1, RNase-Free DNase I, Stop Solution.

From FFPE Sample/IRiEZEEY




% EPICENTRE"
Biotechnologies QuickExtract™ RNA Extraction Kit

www.EpiBio.com

- R 1 HiERLAER AR 2EEN total RNA -
» REEF phenol ~ chloroform S5 &5 EHAR -
» O IRERFEKEEZAEH DNase ] &2 -
> RERERIR -
- BRI AN - BoZEVAIME - OR4R  KBERERESECEHEIRE -

QuickExtract™ RNA Extraction kit 2 TE £ BHRER RNAZEGEE 10°~10° cells iIA 100ul Quickextract
RNA solution if vortex 1 7 ## - o] B ##1T RT-PCR REMHEEAZ R -

Fig.1 BY 10° HeLa cell 1} 100ul Quickextract RNA solution vortex 1 £3$825E2 RNA Y 1ul RNA
lysate A MMLV &A% cDNA B 2ul cDNA template 2 p532 L+ 6 8RB/ primer sets
#1T PCR -
Lanes M: 100-bp ladder
Lane 1:12,984-13,892
Lane 2: 9,406-10,202
Lane 3: 5,194-5,802
Lane 4: 4,191-4,690
Lane 5:2,280-2,676
Lane 6:1,029-1,329

g
o
I
et
e
R
R
« —
e
e

M 1 2 3 4 5 6

Fig.2 BAEL{t k& RNA extraction kit EE#R -
Z48) RNA BER MMLV %17 cDNA &5% - 110 ALDOA primer set #1717 PCR -

Lane M, 100 bp ladder;

Lanes 1 and 2, QuickExtract™ RNA Extraction Kit;
Lanes 3 and 4, kit from Competitor 1;

Lanes 5 and 6, kit from Competitor 2.

Ordering Information

EmaE 125 Emimsk
5ml (50 reactions) QER09015

QuickExtract™ RNA Extraction kit
50ml (500 reactions) QER090150

EMAZS : QuickExtract™ RNA Extraction Solution, DNase buffer 1, RNase-Free DNase I, Stop Solution, RiboGuard™
RNase Inhibitor.




mx(II)™ NucleoTrap® mRNA Mini/Midi

e fFM oligo (dT) latex-beads #E{E mRNA -
o T/EHH cultured cell E#4E{E mRNA - REETEM RNA AL -
o RE307E HMULBESME - 5 gDNA B mRNA -
@ EFH mRNA isolation * RT-PCR - /n vitrotranscription S8R & 5
7 mRNA isolation A GKh mANakr Sk
| 1 2 | | 3 4 | | 5 6 | | 7 8

MN NucleoTrap® mRNA Kit BE12fttE Q & S M E = RE/
mRNA -

500ug total RNA (from mouse kidney, Lane 1 & 2)
2RI Q &89 mRNA kit( Lane 3 & 4 ) ~NucleoTrap mRNA Kit
(Lane 5 & 6) & S A9 mRNA Kit (Lane 7 & 8) - .- -
#{EmRNA & #HEY2.5ug RNA L 1.5% Formaldehyde agarose

gel #Bf WERA—KRERA 45-kb parkin gene transcript

(Parkinson' s Disease) )  3?P-Labeled DNA

probe #1T Northern Blot - RE4E R~ - /4 NucleoTrap

Product Information

NucleoSpin® mRNA Mini
Technology Affinity Chromatography
Format Oligo (dT) latex-beads suspension

Sample material 250 ug Total RNA

Fragment Size 50b - 20Kb
Typical yeild 10 ug mRNA
A260/280 19-21
Elution Volume 10-20 pl

Preparation Time 30min / 6 preps

Binding Capacity 5 pg poly(A) mRNA/mg beads

Ordering Information

MRNA kit #4215 mRNA FURRER Q fE K S KRR EmBIE -

NucleoSpin® mRNA Midi

Affinity Chromatography

Oligo (dT) latex-beads suspension
1000 pg Total RNA

50b - 20Kb

40 ung mRNA

19-21

10 - 20ul

30min / 6 preps

5 pg poly(A) mRNA/mg beads

EmatE 2k EE A SI%
NucleoSpin® mRNA Mini 12 reactions 740655
NucleoSpin® mRNA Mini 12 reactions 740656

MRNA Isolation



EP ;CfNITR.E * mRNA-ONLY™ Prokaryotic/Eukaryotic mRNA Isolation Kit
IOTechnoI0gles  , RNA-ONLY™ Prokaryotic mRNA Isolation Kit with poly(A)-Tailing

www.EpiBio.com

> FEREZEYHEZEYR mRNA 7R rRNA - oJEEF#E RNA amplification X EEERE
AT e
> F&EC poly(A)-Tailing kit BJE[RZ 44 mRNA #2 L Poly(A)

mMRNA-ONLY Prokaryotic/Fukaryotic isolation Kit ZfEF Terminator™ 5’-Phosphate-Dependent
Exonuclease B total RNA 289 rRNA & tRNA Terminator™ 5’-Phosphate-Dependent Exonuclease
BAS5 —3' exonuclase &M - 861 5° -monophosphat RNA 73 #% - E55% Total RNA A rRNA BEE 5
‘-monophosphat &5 Terminator™ 5’-Phosphate-Dependent Exonuclease #3%8 1 /SRR EZ
#EEESE mRNA - #5{ER mRNA T LI#4T RT-PCR - gene expression analysis * Northern blot + &E
ft RNA BRI & Bg -
mMRNA-ONLY Prokaryotic isolation Kit with poly(A)-Tailing k&Y Terminator™ 5’-Phosphate-
Dependent Exonuclease 9h -2 & & Poly(A) polymerase ‘867 mRNA 89 3 'Iw# £ ATP #47 A-tailing
reaction - B&CIFEAN cDNA &/ X gene expression analysis -

Ecoli total RNA(Lanel)Ed 718nt RNAEE % - £ \
mRNA-ONLY Prokaryotic/Eukaryotic isolation Kit 751
Terminator™ 5’-Phosphate-Dependent Exonuclease &
#(Lane3)B M poly(A)-tailing 232 mRNA (Lane4) -
Lane5 &R EIEH total RNA and mRNAEEY) -
Lane6 % RNA mix & A poly(A)-tainking BRI 1ERN -
Lane3 B2 Lane5 WA SRS XN Terminator™ 5-Phosphate-
Dependent Exonuclease B #E# 2 total RNA BPHY
rRNA -

Ordering Information

EmaE 2k FE MR Am SR
MRNA-ONLY™ Prokaryotic mRNA Isolation Kit with poly(A)-Tailing 10 reactions MOT60510
10 purifications MOP51010
mMRNA-ONLY Prokaryotic isolation Kit
24 purifications MOP51024
10 purifications MOES51010
MRNA-ONLY Eukaryotic isolation Kit
24 purifications MOE51024

EmAA: Terminator™ 5’-Phosphate-Dependent Exonuclease, mRNA-ONLY™ Prokaryotic 10X Reaction Buffer, Ri-
boGuard™ RNase Inhibitor, MRNA-ONLY™ Stop Solution, 5 M LiCl Solution, RNase-Free Water.

P24 MRNA Isolation



NucleoSpin® RNA Clean-up/Clean-up XS

® TJ&t ¥ single reagent ZEEYAY RNA & —H 481k -
® STE®FR sample 5B RT-PCR inhibitors -
® STEBER invitrotranscription RETHIEZR - EE K NTP -
® O]k RNA ¥#77 label reaction B KRR EMZEY) -
o FFAlEt¥ RNA FrEgsTHY clean-up kit -
e B RT-PCR - DNA/RNA-based chip hybridization ~ /n vitro transcription - enzyme or
chemical labeling reaction SHEES -
® XS column &/PEEMA Sul - BXIES RNA RE -
RNA Clean-up o | — MN
A
[S] 40~ € T Q
= —— RNA Ladder
70 — Ladder Input... Outpu... 5 &
65 o ? -
3 20- - £
0 - :
£S5 — » 10+ ’
\
SR 0 ot ————
B S
45 - .‘]:: 25 'sI::‘ : .I 45 .l 55 l-‘n 5 Time |
T — — ;
— B
35 - |
— ;‘
30 -
25 -
20 -
L 1 3

RNA Clean-Up P25

Fig.1 NucleoSpin RNA Clean-up XS Bl

100% -

Lane 1: Crude RNA (100ul, 85ng/ul)

Lane 3: RNA Clean-up XS (20ul, 404ng/ul)
Lane 1 #9 crude RNA #&E NucleoSpin RNA
Clean-up XS B - TIEAE #1222 major
band #F2FE%L  HEBESEEMOUER
>95% (Crude RNA 8500ng / Clean-up
RNA 8080ng) -

Fig.2 Y rat kidney total RNA E4# amino-allyl-aRNA 73 5l NucleoSpin RNA
Clean-up & Q lE2RIfRE EmETHA - (A)ZE A Agilent Bioanalyzer 747
RNA #9455 - NucleoSpin RNA Clean-up HEIIRE® Q i8% - B RNA 18
81 Q FEAEE - (A)E T NucleoSpin RNA Clean-up 89 aRNA oI e
array analysis (B & C)
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Fig.3 EEE MN NucleoSpin RNA Clean-up BE 3R EmEt

Increase of RNA concentration

(Product comparison)

60
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)
c 40
=)
g 30
=
8 20}
5
o 10 | n
0 4.5« N
NucleoSpin RNeasy NucleoSpin
RNA Clean-u MinElute RNA Clean-up
XS Cleanup
MN QIAGEN MN
p—

Product Information

Technology
Format

Sample material
Fragment Size
Typical Recover
A260/280
Elution Volume
Preparation Time

Binding Capacity

NucleoSpin® RNA Clean-up

Silica — membrane technology

Mini spin columns
Up to 200yl
>200b

85 ~ 95%
19-21

40 - 100 pl

20min / 6 preps

200 pg

Ordering Information

XS spin columns
Up to 300ul
>200b

85 ~ 95%
19-21

5 -20ul

20min / 6 preps

90 ug

5 RNA iRAEAYRREEE -NucleoSpin RNA Clean-up XS

HIRMBEBRELE -

MN NucleoSpin RNA Clean-up XS HEAERZE Q EE
FAVEMAY 3 f&(51x: 16x) - BIfE NucleoSpin RNA Clean-
up FE2EHME RNA RETHY column 1575 4.5x B RNA B

AR -

NucleoSpin® RNA Clean-up XS

Silica — membrane technology

B RERRE

sample

e.g. pre-purified
RNA, reaction
mixtures

homogenization
not necessary

E_2B

=
—
E

3
9

washing

elution

in 40~120ul

(NucleoSpin RNA Clean-Up)

in 5~30ul

(NucleoSpin RNA Clean-Up XS)

EmETE 2k EE w51

NucleoSpin® RNA Clean-up 10 reactions 740948.10
50 reactions 740948.50
250 reactions 740948.250

NucleoSpin® RNA Clean-up XS 10 reactions 740903.10
50 reactions 740903.50
250 reactions 740903.250

P26 RNA Clean-Up



mx(II)™ NucleoSpin® TriPrep

» [E—3Z column 3 o][EF4E{E RNA ~ DNA - Protein -
> SMmEMRNA K DNA  OEHEERREESER -

Technology Silica-membrane technology Sample Material Sample Amount
Format Mini spin columns
. D Human cells (HeLa) 106 cells

Sample material <5 x 108 cells® i

<30 mg human/animal tissue™ Mouse liver 3mg

< 100 mg plant tissue™ Fish (Zebrafish) 30 mg
DNA yield <6ug Plant root (garden cress 100 m
RNA yield <70 ug (g ) a
Protein yield <1200 ug Plant leave (garden cress) 100 ma

8

A, eo/Asgq DNA 1.7-1.9 Yeast ‘ 10° cells
Anco/Argn RNA 1.9-2.1 Bacteria 10° cells

Typical RIN (RNA integrity number) Depending on sample quality: good quality samples (e.g. fresh HelLa
cells or mouse liver) typically result in RIN >9

2

Elution volume DNA 100 pl
Elution volume RNA 40-120 pl
Resolubilization volume protein 10-100 pl
Preparation time RNA and DNA 45 min/6 preps
Preparation time protein 35 min/6 preps
Binding capacity (RNA)** 200 pg

2 (e N7 D 2
%RT’EML%E - ~ 4

homogenization
of sample
. Fig.1 R NucleoSpin Triprep Z£EY DNA -
cell lysis A260/280 77 1.81~1.94 -
1. Lamda DNA marker HindIll 2. Hela
=3 3. Mouse Liver 4. Zebrafish 5. garden cress root
filtration of lysate E .
NucleoSpin® Filters 6. garden cress leave 7.Yeast 8. Bacteria
bind DNARNA =
)N A bound to RNA bound to protein in 1 2 3 4 5 6 7 8
silica membrane silica membrane flow-through
Fig.2 M NucleoSpin Triprep Z£BX RNA - 1Y Agilent
DNA purification RNA purification protein purification 2100 447 RNA + HeLa cell RIN=9.5 - mouse liver
= - RIN=9.1 -
washDNA & precipitate protein

1. Lamda DNA marker HindIIl 2. Hela
3. Mouse Liver 4. Zebrafish 5. garden cress root

(Protein Precipitator)

|
elute DNA

= digest residual DNA 6. garden cress leave 7.Bacteria 8. Yeast

(rDNase incubation) wash protein pellet

wash RNA F
Ngx elute RNA = redissolve pellet in h d - -
E l| Protein Solving Buffer N 5=
P— ; - sty

1 2 3 4 5 6 7 8
Fig.3 £/ NucleoSpin Triprep 258X protein - X\ SDS-PAGE
total DNA Ctotal RNAD - . .
— 1. Lamda DNA marker HindIII 2. Hela 3. Mouse Liver
4. Zebrafish 5. garden cress root 6. garden cress leave
7.Yeast 8.Bacteria

Ordering Information

EmETE 2 72 i AR 5%
NucleoSpin® Triprep 10/ 50/ 250 reactions 740966.10/.50/.250

H1tht8EE = m P27




m(II)™ NucleoSpin® RNA/Protein

A2 DNasel #1285 RNA &
BEXESESEIEZEEN RNA RERE

W, V V

o] [ cultured cell XAEZZEE RNA REBE

o] AR gene expression analysis * siRNA analysis - BE5EE1 1) 247 & Z2 ) EF i

NucleoSpin RNA/Protein fE SR {ERTE

homogenization
of sample
-
cell lysis il
L))
=1
filtration of lysate gl
NucleoSpin® Filters 7

=

bind RNATDNA
K ©

RNA/DNA bound to silica membrane ! E

{

protein in column flow-through

Western -; vector with | vector with
vec’:o); functional | inactive
ShANA | ShRNA
ShRNA- | ShRNA-
mock Hint1 Hint1
4301431 | 432433
—— ———)
A "

functional

- - - Rl

knocks down

induces vector expression 5 Doxy = 4 | = 4 | = 4 level of Hint1 protein

e ——

l

e knockdown

of Hint1 protein
results in p53
down-regulation

{no detectabie protein

|

RNA purification | ) protein purification

—

= precipitate protein

membrane desalting & (special Protein Precipitator)
3 ) " El L]
rDNase incubation dlrecll); i

on the membrane at R i i

wash protein pellet
wash RNA v

redissolve pellet in PSB

B
-_——— ;—- pa3
Doy = 4 | = 4 = 4
RT-PCR fi-actin ps3
cycles 20 26 30 3 2 25 30 B
mock
emply vector
C

knockdown of Hint1
protein results in p53
mRNA down-regulation

(mRNA level significantly

elute highly pure RNA E

ShRNA-Hint1

430/431

functional ShANA  reduced)
-

Doxy =4 =4 =4=4 =4=4=4~-4

bttt

Figl. Inducible Knock-down of Hintl in MCF-7 Tet-On cells
EEBE5ER shRNA # Hintl #17 silence - DFERE Hintl £81 p53 &
IRAVREES -

A) 3@ stable cloned - empty vector (mock) - vector with func-
tional shRNA (shRNA-Hintl 430/431)k vector with inactive
shRNA (shRNA-Hint1 432/433)73 BlILL Lug/ml dioxycycline 1T
induction - 48 /N\EEFEZEEY protein - BX 50ug EHE M anti-Hintl
(anti-21) & anti-b-actin (control)#47 western bloting -

B) & C) £ NucleoSpin RNA/Protein FHE—#RAB%5EY RNA 2 & H
& - FHE(B B)fEA western bloting 247 P53 & b-actin
(control) - RNA £ p53 primer & b-actin primer (control)#4T7
RT-PCRO#7T (CHE ) -

l‘ (Protein Solving Buffer)

SDS-PAGE/
Western blot

all typical
downstream applications

'

total RNA total protein

R e

Fig.2 #NZE - 5/ NucleoSpin RNA/Protein F 10° Hela cells P25EY
total RNA - A Agilent 2100 247 RNA - B EE %1 RNA B
quality FE# -

Ordering Information

== O

7 AT

i

EREHE a

NucleoSpin RNA /Protein 10/50/250 reactions 740933.10/.50/.250
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NucleoSpin® RNA/DNA buffer set

» B NucleoSpin RNA I - NuclsoSpin RNA XS ~ NucleoSpin RNA Plant & NucleoSpin RNA/
Protein kit /8 -

» oO/A[E—1& sample FZFEX RNA & DNA

» &R PCR ~ RT-PCR - real-time PCR -

NucleoSpin RNA/DNA buffer set @ S EifiE Sample RNA
NucleoSpin® RNA/DNA butfer set procedure A amoun DA RNA ratio
b % b [mg] or DNA ratio o
g 4 G Sample [eell vield | azer | vield | a3600
= Lypie number] (pg) TR0 (ngz) T80
approx. 1x
collysis Hel.a cells LI 5 2.0 20 2.2
< approx, Tx
H Hela cells 10* 3 2.0 11 |
DNA gel == fitration of hysate 8 -
TAE gel ' ' kidmey.
o W g g 10 mg 3 21 12 2,2

L1 94 kb

kidmey,
bind ANADNA & g 20 mg 3 2.1 15 2.2
o‘r4 ) liver, pig 20 mg T 2.2 51 2.2
&/
N ok o ¥ liver, pig 30 mg 16 22 45 2.2
dry membrang ‘3"5‘3,, spleen, pig | 20 mg 8 2.1 21 2,0
RNA gel g £3 -
denaturing formaldahyde gel olute highly pure DNA i spleen, pig 30 mg 1] 2.0 18 21
" maize leal’ 104} mg 5 2.0 77 2.3
nuclear precursor ANA — digest remaining ONA ‘5 - ™ | » > T
285 1ANA T - marse root mg A .
membrane parsley
185 ANA -+ W & leaf LW} myg 8 | 25 22
DNA and ANA wara puriied from olute highly pure H
Slx 10 Hola ccl:: 'Jsu of each ANA Table.1 /A NucleoSpin RNA/DNA buffer set 73 BIZEEXEN ) R AEH)
oluate wore analyzod by ool
electrophoresis #8457 DNA & RNA BWEE X A260/280 ratio °
T -
7  Template Amplicon MA@ - 8 ARF1 primer set 7351, PCR ~ RT- A:PNASIES DA N
4——— 543bp —————»p denaturi
;’ pnmerA g B PCR &8 NucleoSpin RNA/DNA buffer set £EY formald:r'::due';egl TAE gel
| o . = =
i DNA[ intron Hela cell & DNA £2 RNA RIR4BE - ARF1 primer ooNA T .l_ QDNA
. 9.4 kb
i set A gDNA intron B9mfAl - E Lt gDNA PCR o
i it A p”me, B 2 RNA RT-PCR product €% 207bp A/NEYE no FANA
i =
| @: positive control  O: negative control
: 336bp ——p
| « ? no gDNA
: M ! DNA eluate I RNA eluate 1 ® \ e _ . N no GONA - S L 23k
! 4% E - DNA B RNA Tl H Hela cells 225Y i
| 28S rRNA
|
! - & NucleoSpin RNA T 4 NucleoSpin RNA/ -
! = DNA buffer set 283 5x10° HeLa cells # DNA K
i 543 bp - —_— e — dc;?raded
. 336bp- - - RNA - 53 BILL denature gel(A,C) & TAE agarose RNA )
\‘ AN ° . " .
gel #1i(8.D) B,
'~ R

Ordering Information

EmatE 2k FE AR AR IR
NucleoSpin RNA /DNA buffer set 100 reactions 740944

Hith B E o
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Bro-Genesis Technologres

Quality & Innovation

Bl A ERABRLT

Bio-Genesis Technology Inc.

http://www.biogenesis.com.tw
tech@biogenesis.com.tw ;service@biogenesis.com.tw
A2 4% 0800-211-667
51k 02-26558877 17F 037-687493
A 04-22602466 =% 07-3422370 1t 03-8463953
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